A Novel Pollen-Pistil Interaction Conferring High-Temperature Tolerance during Reproduction via CLE45 Signaling  by Endo, Satoshi et al.
A Novel Pollen-Pistil InteractCurrent Biology 23, 1670–1676, September 9, 2013 ª2013 Elsevier Ltd All rights reserved http://dx.doi.org/10.1016/j.cub.2013.06.060Report
ion
Conferring High-Temperature Tolerance
during Reproduction via CLE45 SignalingSatoshi Endo,1,* Hidefumi Shinohara,2
Yoshikatsu Matsubayashi,2 and Hiroo Fukuda1,*
1Department of Biological Sciences, Graduate School of
Science, The University of Tokyo, Tokyo 113-0033, Japan
2National Institute for Basic Biology, Nishigonaka 38, Myodaiji,
Okazaki 444-8585, Japan
Summary
Flowering plants in the reproductive stage are particularly
vulnerable to ambient temperature fluctuations [1–6]. Never-
theless, they maintain seed production under certain levels
of exposure to temperature change. Themechanisms under-
lying this temperature tolerance are largely unknown. Using
an in vitro Arabidopsis pollen tube culture, we found that a
synthetic CLV3/ESR-related peptide, CLE45, prolonged
pollen tube growth. A subsequent screen of Arabidopsis
mutants of leucine-rich repeat receptor-like kinase genes
identified two candidate receptors for CLE45 peptide,
STERILITY-REGULATING KINASE MEMBER1 (SKM1) and
SKM2. The double loss-of-function mutant was insensitive
to CLE45 peptide in terms of pollen tube growth in vitro.
The SKM1 protein actually interacted with CLE45 peptide.
CLE45was preferentially expressed in the stigma in the pistil
at 22C, but upon temperature shift to 30C, its expression
expanded to the transmitting tract, along which pollen tubes
elongated. In contrast, both SKM1 and SKM2 were ex-
pressed in pollen. Disturbance of CLE45-SKM1/SKM2
signaling transduction by either RNAi suppression of
CLE45 expression or introduction of a kinase-dead version
of SKM1 into skm1 plants reduced seed production at
30C, but not at 22C. Taken together with the finding that
CLE45 peptide application alleviated mitochondrial decay
during the in vitro pollen tube culture, these results strongly
suggest that the pollen-pistil interaction via the CLE45-
SKM1/SKM2 signaling pathway sustains pollen performance
under higher temperatures, leading to successful seed
production.Results and Discussion
Involvement of CLE45 in Successful Seed Production
under Relatively High Temperature
Members of the CLV3/ESR-related (CLE) peptide family play
crucial roles as developmental cues in the plant body plan
[7–15]. The Arabidopsis thaliana genome contains 32 CLE
genes, which encode 27 different CLE peptides composed of
12 or 13 amino acid residues. Jun et al. [16] and other public
expression databases have shown the possibility that several
CLE genes are involved in cell-to-cell communication between
pollen and pistils. We set up anArabidopsis in vitro pollen tube
culture based on previously published methods with some
modifications [17, 18] and examined the effect of synthetic*Correspondence: satoshi@biol.s.u-tokyo.ac.jp (S.E.), fukuda@biol.s.
u-tokyo.ac.jp (H.F.)CLE peptides on pollen tube growth at 30C (see Figure S1A
available online). We found that CLE45, CLE43, and CLV3
peptides markedly prolonged pollen tube growth, as shown
by increases in the proportion of pollen tubes that reached
R600 mm in length (Figures 1A–1C) without affecting pollen
germination (Figure S1B). Among the three CLE genes,
CLE45 was expressed in the stigma as well as in the vascular
tissues (Figures 1D–1H; Figure S1C). Temperature shift from
22C to 30C expanded the CLE45 expression domain to the
transmitting tract, through which pollen tubes grow, suggest-
ing a high-temperature-dependent function of CLE45.
We produced CLE45-RNAi plants by overexpressing an
inverted repeat sequence of a CLE45-specific fragment (Fig-
ure S1D–S1H). Because the preliminary experiments indicated
that five independent T2 CLE45-RNAi lines exhibited similar
phenotypes, two lines were randomly selected and further
analyzed. In these two CLE45-RNAi lines, CLE45 transcripts
were present at approximately half the level of wild-type
(WT; Figures S1E and S1F). The RNAi selectively affected
CLE45 expression (Figure S1G). As a control, we produced
plants harboring an inverted repeat sequence of a lambda
phage DNA fragment instead of the CLE45 fragment (RNAi-
control). When the CLE45-RNAi plants were grown at 22C,
no clear phenotype in vegetative or reproductive growth,
including pollen tube growth, was observed. Next, we
exposed the plants to 30C for 3 days and observed the
third-youngest fruits of stage 17 flowers [19], in which pollina-
tion, fertilization, and seed development had progressed
during the 3-day high-temperature exposure (HTE) (Figures
1I–1M). In the CLE45-RNAi plants, HTE did not inhibit pollen
tube growth in the pistil, in which pollen tubes reached almost
all of the ovules (Figure S1I). However, HTE reduced sig-
nificantly the number of seeds in fruits and fruit length in the
CLE45-RNAi plants (Figures 1J and 1L), but not in the WT
and RNAi-control plants. By contrast, there was no significant
defect in the number of seeds or fruit size in the CLE45-RNAi
plants grown at 22C (Figures 1I and 1K). Such defects were
not observed when the CLE45-RNAi plants were subjected
to a drought stress (Figure S1J), suggesting that CLE45
functions in tolerance specifically against high temperature.
Loss of seeds occurred randomly within the fruits of the
CLE45-RNAi plants (Figure 1M), suggesting a similarity of the
position of seeds in the fertilization-defective mutant pheno-
types rather than those of the pollen tube elongation-defective
mutants in which pollen tubes can reach only ovules at the top
of fruits [20–26].
Identification of Putative Pollen Receptors Responsible
for the CLE45 Peptide Perception
Next, we tried to identify the receptor (or receptors) for CLE45
peptide. The known receptors for CLE peptides belong to the
class XI leucine-rich repeat receptor-like kinase (LRR-RLK XI)
family [27]. We selected candidates in silico by searching
LRR-RLK XI genes that can be expressed in pollen [28–30].
Although BAM3 had previously been implicated in CLE45
peptide perception in roots [31], we excluded it because of
its lack of gene expression in pollen. Pollen grains of the cor-
responding putative knockout mutant lines were subjected
Figure 1. Identification and Characterization of a Novel CLE Gene in Regulating Pollen Performance and Seed Production under Relatively High Temper-
ature
(A–C) Novel CLE peptide activities in promoting WT Arabidopsis pollen tube growth in vitro. Distributions of pollen tubes of the indicated tube lengths were
measured in the presence (solid lines with filled circles) or absence (dashed lines with filled squares) of synthetic CLE45 (A), CLE43 (B), or CLV3 (C) peptide.
Pollen grains of WT Arabidopsiswere cultured for 20 hr at 30C. Each data set represents the mean of at least four independent cultures6 SD; 30–40 pollen
tubes were measured in each culture.
(D–H) CLE45 expression in pistils of Arabidopsis flowers. GUS expression in pCLE45::GUS transgenic Arabidopsis flowers was examined before (D and E)
and after (F–H) anthesis. Pistils of 7-week-old plants without (D and F) or with (E, G, and H) incubation for 24 hr at 30C are shown. A dissected transmitting
tract is shown in (H). Scale bars represent 200 mm.
(legend continued on next page)
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1672to an in vitro pollen tube growth assay with CLE45 or CLE43
peptide (Figures 2A–2D; Figure S2A). Of the selected T-DNA
insertion lines (Table S1), pollen tube growth of mutants
defective in At2g25790 (SALK_087435) and At5g56040
(SALK_052069) was significantly insensitive to CLE43 peptide
and partly to CLE45, but not to CLV3 (Figures 2B and 2C;
Figure S2B). Thus, At2g25790 and At5g56040 were named
STERILITY-REGULATING KINASE MEMBER1 (SKM1) and
SKM2, respectively, based on their function described below.
The CLE43 peptide-insensitive phenotype was complemented
by introduction of pSKM1::SKM1-YFP and pSKM2::SKM2-
YFP into skm1 and skm2, respectively (Figures 2B and 2C).
Pollen tube growth of the skm1 skm2 double mutant showed
complete insensitivity to CLE45 (Figure 2D). These results
suggest that SKM1 and SKM2 are components downstream
from both CLE45 and CLE43 and may be their receptors.
Although all of the published data indicated preferential
expression of SKM1 in pollen [28–30], SKM2 expression in pol-
len was not clear. Fluorescence from the pSKM2::SKM2-YFP
construct used for complementation was too low to detect in
any tissues. Therefore, we produced pSKM2::GUS plants,
which showed preferential GUS activity in stipules and pollen
grains (Figure 2E; Figure S2C). pSKM2::GUS plants subjected
to HTE showed weakly enhanced GUS expression in pollen
(Figure 2F). In skm1 plants complemented with pSKM1::
SKM1-YFP, SKM1-YFP was expressed in vascular tissues of
roots (Figure S2D). In flowers, SKM1-YFP was detected in
pollen at both 22C and 30C but was not observed in pistils
(Figures 2G and 2H).
We expected that the skm1 skm2 double mutant would
phenocopy the CLE45-RNAi plants. However, the mutant pro-
duced a normal number of seeds even after HTE (Figure 2J).
This result might be due to redundancy of CLE45 receptors,
as seen in CLV3 receptors [32]. To overcome such redun-
dancy, we introduced a kinase-dead SKM1 (KDSKM1) into
skm1 plants, which was expected to cause a dominant-
negative effect on downstream signal transduction [33, 34].
The KDSKM1 construct was generated by substituting the
conserved lysine for ATP binding with glutamic acid in the
kinase domain of pSKM1::SKM1-YFP (Figure S2E). As a result,
five independent T2 skm1 lines harboring KDSKM1 exhibited
a reduction in seed number by HTE. Typical results from two
T2 lines are shown in Figures 2I and 2J. This phenotype was
quite similar to that of the CLE45-RNAi plants (Figures 1I and
1J). However, they showed no significant reduction in fruit
length (Figures 2K and 2L).Interactions of Pistil CLE45 and Pollen SKM1
To confirm that CLE45 and SKM1 contribute to seed produc-
tion as pistil and pollen factors, respectively, we performed
artificial crosses between WT pollen and CLE45-RNAi pistils
and between WT pistils and skm1 KDSKM1 pollen at 30C.
The plants were incubated for 18 hr at 30C, immediately after
artificial pollination. Under this condition, crossing of WT with
either CLE45-RNAi pistils or skm1 KDSKM1 pollen resulted in
a reduction in seed numbers, although crossing of WT with(I–M) Functional analysis ofCLE45 inArabidopsis. Numbers of developing seed
gray column), andCLE45-RNAi (dark gray column) lines grown at 22C (I and K)
stage 17 flowers as described by Smyth et al. [19] were examined. Results were
Each data point represents the mean of 12 fruits from a compilation of three ex
sample t test) betweenCLE45-RNAi lines and the otherWT and RNAi-control lin
See also Figure S1.either RNAi-control pistils or skm1 SKM1 pollen did not affect
seed production (Figure 3A). The artificial cross between WT
pollen and CLE45-RNAi pistils also reduced fruit length, which
is consistent with the result obtained from self-pollination (Fig-
ure 1L). Crossing of skm1 KDSKM1 pollen and CLE45-RNAi
pistils did not enhance the phenotype of WT pollen and
CLE45-RNAi pistils (Figure 3B). Crossing of skm1 skm2 pollen
with WT pistils caused a decrease in seed production under
more severe conditions, i.e., at 33C, but not at 30C (Fig-
ure 3C). These results strongly support that CLE45 and
SKM1/SKM2 function in pistils and pollen, respectively, as
components of the same signaling pathway.
We further tested whether CLE45 peptide bound directly to
SKM1 protein. For this purpose, we synthesized [(4-azidosa-
licyl)Lys2]CLE45 peptide (ASA-CLE45) for photoaffinity label-
ing as described previously by Ogawa et al. [12]. ASA-CLE45
showed the same activity as nonlabeled CLE45 peptide (Fig-
ure 3D). A recombinant SKM1 protein was expressed in
tobacco BY-2 cells as an SKM1-HaloTag (HT) form, in which
the SKM1 kinase domain had been swapped with HaloTag
(Figure 3E). Photoaffinity labeling of microsomal fractions
overexpressing SKM1-HT by [125I]ASA-CLE45, followed by
immunoprecipitation with anti-HaloTag antibodies, showed
labeling of a 130 kDa band after SDS-PAGE and autoradiog-
raphy (Figure 3F). The binding was outcompeted by a 1,000-
fold excess of nonlabeled CLE45 peptide, but not by root
meristem growth factor 1 (RGF1; Matsuzaki et al. [35]) or
CLE2 peptide (Figure 3F). These results suggest a direct and
specific binding of CLE45 peptide to SKM1 protein.Role of CLE45 Signaling in Pollen Tube Growth
CLE45 signaling prolonged pollen tube growth at 30C in vitro,
but not in situ. On the other hand, in situ, the CLE45 signaling
protected seed production at 30C. To elucidate a common
mechanism between the in vitro and in situ events, we per-
formed time-lapse observation of the in vitro growth of indi-
vidual pollen tubes. CLE45 peptide did not accelerate the
growth rate but rather delayed it by 36% during the first
20 min (Figure 4A). Nevertheless, CLE45 prolonged the
growing period for >3 hr, at which time the pollen tubeswithout
CLE45 peptide almost stopped growing. In contrast, CLE45
peptide did not prolong the pollen tube growth at 22C
(Figure 4B), consistent with normal seed production in
CLE45 signaling-defective plants at 22C. Next, we examined
pollen tube viability with thiazolyl blue tetrazolium bromide
(MTT), which is generally used as a colorimetric indicator of
mitochondrial dehydrogenase activity. In the in vitro culture
at 30C, 30%–40% of pollen tubes were strongly stained
deep purple by MTT at 4 hr (Figures 4C–4G). The proportion
of MTT-positive cells per total cells (both MTT-positive
and -negative cells) decreased dramatically during the culture
(Figure 4F). The decrease was alleviated greatly by the addi-
tion of CLE45 peptide and only slightly by CLE43 peptide,
but it was not alleviated by CLV3 (Figure 4F). The alleviation
effect of CLE45 peptide was suppressed in the skm1 skm2
double mutant (Figure 4G). In contrast, introduction of eithers (I and J) and fruit lengths (K and L)weremeasured inWT, RNAi-control (light
and after incubation for 3 days at 30C (J and L). The third-youngest fruits of
obtained from two independent T2 lines for RNAi-control and CLE45-RNAi.
periments 6 SD. Asterisks indicate significant differences (p < 0.05 by two-
es. Representative fruits after incubation for 3 days at 30C are shown in (M).
Figure 2. Identification and Characterization of Putative Receptors for CLE45 Peptide
(A–D) Effects of synthetic CLE45 or CLE43 peptide on the growth of skm pollen tubes in vitro. Pollen grains of WT (A), skm1 and the complemented mutant
skm1 harboring pSKM1::SKM1-YFP (skm1 SKM1) (B), skm2 and the complemented mutant skm2 harboring pSKM2::SKM2-YFP (skm2 SKM2) (C), and the
skm1 skm2 double mutant (D) were cultured in the presence (solid lines with filled circles) or absence (dashed lines with filled squares) of synthetic CLE45 or
CLE43 peptide for 20 hr at 30C, and the number of pollen tubeswith indicated length wasmeasured. Each data set represents themean of four independent
cultures6 SD. Pollen mixtures of three independent T1 lines were used for skm1 SKM1 and skm2 SKM2; 30–40 pollen tubes weremeasured in each culture.
(legend continued on next page)
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Figure 3. Interaction between Pistil CLE45 and
Pollen SKM1
(A–C) Seed production in pistils artificially
pollinated under high-temperature conditions.
Numbers of developing seeds were measured
in the indicated crosses. Plants were incubated
for 18 hr at 30C (A and B) or 33C (C) after
artificial pollination and then grown further for
3 days at 22C. Results were obtained from
each of the T2 lines used in Figures 1 and 2
for CLE45-RNAi, skm1 SKM1, and skm1
KDSKM1. Each data point represents the
mean of five to eight crossed pistils 6 SD.
Asterisks indicate significant differences (*p <
0.05, **p < 0.10 by two-sample t test) between
RNAi-control and CLE45-RNAi or between skm1
SKM1 and skm1 KDSKM1 in (A), and between
the WT and the other crosses in (C).
(D–F) In vitro CLE45 peptide-SKM1 protein bind-
ing assay.
(D) Pollen grains of WT Arabidopsis were
cultured for 20 hr at 30C in the presence (solid
lines with filled circles) or absence (dashed lines
with filled squares) of ASA-CLE45 peptide. Each
data set represents the mean of four inde-
pendent cultures 6 SD; 30–40 pollen tubes
were measured in each culture.
(E) The SKM1-HaloTag form protein (At2g25790)
visualized by HaloTag TMR reagent.
(F) Photoaffinity labeling of SKM1-HT by [125I]ASA-CLE45 in the absence or presence of excess unlabeled CLE45, CLE2, or RGF1 peptides. The
photoaffinity labeling experiment was repeated and gave the same result.
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1674the SKM1 or SKM2 gene into the skm1 skm2 double mutant
recovered the alleviation effect of CLE45 peptide (Figure 4G).
The loss of CLE45-SKM1/SKM2 signaling did not signifi-
cantly affect pollen tube growth but seemed to affect pollen-
embryo sac interactions in situ, because the pollen tubes
reached almost all of the ovules, although some ovules were
later aborted (Figure 1M; Figures S1I and S2J). Mitochondrial
decay under high temperature has also been observed in
rice pollen after anthesis [36] and in cultured tomato pollen
tubes [37]. Indeed, a loss of function of a mitochondrial
ankyrin repeat protein leads to failure in male-female gamete
recognition at fertilization [20]. Similarly, a defect in a
nuclear-encoded mitochondrial RNA polymerase results in
inhibition of both fertilization and in vitro pollen tube growth
[38]. Taken together, our results strongly suggest that the
CLE45-SKM1/SKM2 signaling pathway sustains pollen per-
formance through the maintenance of mitochondrial activity
under higher temperatures, leading to adequate fertilization.
Although extensive studies in pollen-pistil interactions
under normal temperature conditions have revealed key fac-
tors [39], temperature-tolerance machineries in pollen-pistil
interactions remain poorly understood [40]. In this study, we
have shown that CLE45 signaling enhances high-temperature(E and F) SKM2 expression by GUS reporter in pSKM2::GUS transgenic Ar
(F) incubation for 24 hr at 30C are shown. Scale bars represent 100 mm.
(G and H) SKM1 expression by YFP reporter in a pSKM1::SKM1-YFP transgeni
with (H) incubation for 24 hr at 30C are shown. Scale bars represent 100 mm.
(I–L) Functional analysis of SKM1 and SKM2 in Arabidopsis plants. Numbers of
skm1, skm1 skm2 double mutant, and skm1 harboring either pSKM1::SKM1
KDSKM1; dark gray column) grown at 22C (I and K) and after incubation for
as described by Smyth et al. [19] were examined. Results were obtained from tw
represents the mean of at least ten fruits for seed number and six for fruit length
differences (p < 0.05 by two-sample t test) between skm1 KDSKM1 lines and t
SKM1 lines.
See also Figure S2 and Table S1.tolerance by reinforcing communication between pollen tubes
and pistils. This system, composed of the heat-inducible
signaling peptide in female tissues and its receptors in the
male gametophyte, may contribute to stable seed production
by protecting pollen performance against short-term exposure
to high temperature, which is often caused by diurnal or
seasonal temperature fluctuations.
Supplemental Information
Supplemental Information includes two figures, one table, and Supple-
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Acknowledgments
We thank Alice Y. Cheung and Teh-Hui Kao for critical reading of this manu-
script, Taku Demura for providing vectors, the Arabidopsis Biological
Resource Center for providing mutants, and former and present lab mem-
bers for their great support. S.E. dedicates this article to his parents and
their neighbors, who suffered from the Fukushima nuclear disaster. This
work was supported in part by a Grant-in-Aid for Scientific Research from
the Japan Society for the Promotion of Science (JSPS; 23227001 to H.F.);
Grants-in-Aid for Scientific Research on Priority Areas (19060009 to H.F.
and 23012020 to H.S.) and the NC-CARP project of the Ministry ofabidopsis flowers. Pollen grains of 7-week-old plants without (E) or with
c skm1mutant. Isolated pollen grains from 7-week-old plants without (G) or
developing seeds (I and J) and fruit lengths (K and L) were measured in WT,
-YFP (skm1 SKM1; light gray column) or the kinase-dead version (skm1
3 days at 30C (J and L). The third-youngest fruits of the stage 17 flowers
o independent T2 lines for skm1 SKM1 and skm1 KDSKM1. Each data point
from a compilation of three experiments6 SD. Asterisks indicate significant
he other plants, including WT, skm1, skm1 skm2 double mutant, and skm1
Figure 4. Characterization of CLE45 Peptide Ac-
tivity in Alleviating Mitochondrial Decay during
Arabidopsis Pollen Tube Culture In Vitro
(A) Time-lapse observation of WT Arabidopsis
pollen tube growth with or without synthetic
CLE45 peptide. Lengths of five pollen tubes at
the indicated culture periods were measured in
the presence (solid lines with filled circles, lower
panel) or absence (dashed lines with filled
squares, upper panel) of synthetic CLE45 pep-
tide.
(B) Effect of synthetic CLE45 peptide in a culture
condition at 22C on WT Arabidopsis pollen
tube growth. Pollen grains of WT Arabidopsis
were cultured for 20 hr at 22C in the presence
(solid lines with filled circles) or absence
(dashed lines with filled squares) of synthetic
CLE45 peptide. Each data set represents the
mean of four independent cultures 6 SD;
30–40 pollen tubes were measured in each
culture.
(C–G) Effect of synthetic CLE45 peptide onArabi-
dopsis pollen tube viability by MTT staining.
(C–E) MTT-negative (C) and -positive (D) pollen
tubes at 4 hr of culture. The boxed area in (D) is
magnified in (E).
(F) Proportion of MTT-positive pollen tubes at
the indicated time points of in vitro culture with
synthetic CLE45 (black solid lines with filled
triangles), CLE43 (gray solid lines with open
triangles), CLV3 (gray dashed lines with open
squares), or no peptide (black dashed lines with
filled squares). The y axis uses a logarithmic
scale. Each data point represents the mean of
four independent cultures6 SD; 200 pollen tubes
were measured in each culture.
(G) Proportion of MTT-positive pollen tubes from
WT, skm1 skm2 double mutant, and its partially
complemented lines. Pollen tubes were cultured
for 20 hr at 30C. Each data point represents
the mean of at least four independent cultures
6 SD; 100–200 pollen tubes were observed
in each culture. Pollen mixtures of three inde-
pendent T2 lines were used for the skm1
skm2 double mutant harboring either pSKM1::SKM1-YFP (skm1 skm2 SKM1) or pSKM2::SKM2-YFP (skm1 skm2 SKM2). Asterisks indicate significant
differences (p < 0.05 by two-sample t test) between the presence (+) and absence (–) of synthetic CLE45 peptide.
CLE45 Signaling in High-Temperature Tolerance
1675Education, Culture, Sports, Science and Technology in Japan to H.F.; a
Grant-in-Aid for Scientific Research from the Bio-oriented Technology
Research Advancement Institution (BRAIN) to H.F.; and the Funding
Program for Next Generation World-Leading Researchers of JSPS (GS025
to Y.M.).
Received: January 31, 2013
Revised: June 5, 2013
Accepted: June 26, 2013
Published: August 1, 2013References
1. Wahid, A., Gelani, S., Ashraf,M., and Foolad,M.R. (2007). Heat tolerance
in plants: an overview. Environ. Exp. Bot. 61, 199–223.
2. Hedhly, A., Hormaza, J.I., and Herrero, M. (2009). Global warming and
sexual plant reproduction. Trends Plant Sci. 14, 30–36.
3. Thakur, P., Kumar, S., Malik, J.A., Berger, J.D., and Nayyar, H. (2010).
Cold stress effects on reproductive development in grain crops: an
overview. Environ. Exp. Bot. 67, 429–443.
4. Peet, M.M., Sato, S., and Gardner, G. (1998). Comparing heat stress
effects on male-fertile and male-sterile tomatoes. Plant Cell Environ.
21, 225–231.
5. Young, L.W.,Wilen, R.W., and Bonham-Smith, P.C. (2004). High temper-
ature stress of Brassica napus during flowering reduces micro- andmegagametophyte fertility, induces fruit abortion, and disrupts seed
production. J. Exp. Bot. 55, 485–495.
6. Sakata, T., Oshino, T., Miura, S., Tomabechi, M., Tsunaga, Y.,
Higashitani, N., Miyazawa, Y., Takahashi, H., Watanabe, M., and
Higashitani, A. (2010). Auxins reverse plant male sterility caused by
high temperatures. Proc. Natl. Acad. Sci. USA 107, 8569–8574.
7. Fukuda, H., and Higashiyama, T. (2011). Diverse functions of plant pep-
tides: entering a new phase. Plant Cell Physiol. 52, 1–4.
8. Matsubayashi, Y. (2011). Post-translational modifications in secreted
peptide hormones in plants. Plant Cell Physiol. 52, 5–13.
9. Ito, Y., Nakanomyo, I., Motose, H., Iwamoto, K., Sawa, S., Dohmae, N.,
and Fukuda, H. (2006). Dodeca-CLE peptides as suppressors of plant
stem cell differentiation. Science 313, 842–845.
10. Hirakawa, Y., Shinohara, H., Kondo, Y., Inoue, A., Nakanomyo, I.,
Ogawa, M., Sawa, S., Ohashi-Ito, K., Matsubayashi, Y., and Fukuda,
H. (2008). Non-cell-autonomous control of vascular stem cell fate by a
CLE peptide/receptor system. Proc. Natl. Acad. Sci. USA 105, 15208–
15213.
11. Hirakawa, Y., Kondo, Y., and Fukuda, H. (2010). TDIF peptide signaling
regulates vascular stem cell proliferation via theWOX4 homeobox gene
in Arabidopsis. Plant Cell 22, 2618–2629.
12. Ogawa, M., Shinohara, H., Sakagami, Y., and Matsubayashi, Y. (2008).
Arabidopsis CLV3 peptide directly binds CLV1 ectodomain. Science
319, 294.
Current Biology Vol 23 No 17
167613. Ohyama, K., Shinohara, H., Ogawa-Ohnishi, M., and Matsubayashi, Y.
(2009). A glycopeptide regulating stem cell fate in Arabidopsis thaliana.
Nat. Chem. Biol. 5, 578–580.
14. Stahl, Y., Wink, R.H., Ingram, G.C., and Simon, R. (2009). A signaling
module controlling the stem cell niche in Arabidopsis root meristems.
Curr. Biol. 19, 909–914.
15. Kondo, Y., Hirakawa, Y., Kieber, J.J., and Fukuda, H. (2011). CLE pep-
tides can negatively regulate protoxylem vessel formation via cytokinin
signaling. Plant Cell Physiol. 52, 37–48.
16. Jun, J., Fiume, E., Roeder, A.H.K., Meng, L., Sharma, V.K., Osmont, K.S.,
Baker, C., Ha, C.M., Meyerowitz, E.M., Feldman, L.J., and Fletcher, J.C.
(2010). Comprehensive analysis of CLE polypeptide signaling gene
expression and overexpression activity in Arabidopsis. Plant Physiol.
154, 1721–1736.
17. Fan, L.-M., Wang, Y.-F., Wang, H., and Wu, W.-H. (2001). In vitro
Arabidopsis pollen germination and characterization of the inward
potassium currents in Arabidopsis pollen grain protoplasts. J. Exp.
Bot. 52, 1603–1614.
18. Boavida, L.C., andMcCormick, S. (2007). Temperature as a determinant
factor for increased and reproducible in vitro pollen germination in
Arabidopsis thaliana. Plant J. 52, 570–582.
19. Smyth, D.R., Bowman, J.L., and Meyerowitz, E.M. (1990). Early flower
development in Arabidopsis. Plant Cell 2, 755–767.
20. Johnson, M.A., von Besser, K., Zhou, Q., Smith, E., Aux, G., Patton, D.,
Levin, J.Z., and Preuss, D. (2004). Arabidopsis haplessmutations define
essential gametophytic functions. Genetics 168, 971–982.
21. Boavida, L.C., Shuai, B., Yu, H.J., Pagnussat, G.C., Sundaresan, V., and
McCormick, S. (2009). A collection of Ds insertional mutants associated
with defects in male gametophyte development and function in
Arabidopsis thaliana. Genetics 181, 1369–1385.
22. Ron, M., Alandete Saez, M., Eshed Williams, L., Fletcher, J.C., and
McCormick, S. (2010). Proper regulation of a sperm-specific cis-nat-
siRNA is essential for double fertilization in Arabidopsis. Genes Dev.
24, 1010–1021.
23. Yu, F., Shi, J., Zhou, J., Gu, J., Chen, Q., Li, J., Cheng, W., Mao, D., Tian,
L., Buchanan, B.B., et al. (2010). ANK6, a mitochondrial ankyrin repeat
protein, is required for male-female gamete recognition in Arabidopsis
thaliana. Proc. Natl. Acad. Sci. USA 107, 22332–22337.
24. Sprunck, S., Rademacher, S., Vogler, F., Gheyselinck, J., Grossniklaus,
U., and Dresselhaus, T. (2012). Egg cell-secreted EC1 triggers sperm
cell activation during double fertilization. Science 338, 1093–1097.
25. Schiøtt, M., Romanowsky, S.M., Baekgaard, L., Jakobsen, M.K.,
Palmgren, M.G., and Harper, J.F. (2004). A plant plasma membrane
Ca2+ pump is required for normal pollen tube growth and fertilization.
Proc. Natl. Acad. Sci. USA 101, 9502–9507.
26. Yang, K.-Z., Xia, C., Liu, X.-L., Dou, X.-Y., Wang,W., Chen, L.-Q., Zhang,
X.-Q., Xie, L.-F., He, L., Ma, X., and Ye, D. (2009). A mutation in
Thermosensitive Male Sterile 1, encoding a heat shock protein with
DnaJ and PDI domains, leads to thermosensitive gametophytic male
sterility in Arabidopsis. Plant J. 57, 870–882.
27. Gou, X., He, K., Yang, H., Yuan, T., Lin, H., Clouse, S.D., and Li, J. (2010).
Genome-wide cloning and sequence analysis of leucine-rich repeat re-
ceptor-like protein kinase genes in Arabidopsis thaliana. BMC
Genomics 11, 19.
28. Pina, C., Pinto, F., Feijo´, J.A., and Becker, J.D. (2005). Gene family anal-
ysis of the Arabidopsis pollen transcriptome reveals biological implica-
tions for cell growth, division control, and gene expression regulation.
Plant Physiol. 138, 744–756.
29. Schmid, M., Davison, T.S., Henz, S.R., Pape, U.J., Demar, M., Vingron,
M., Scho¨lkopf, B., Weigel, D., and Lohmann, J.U. (2005). A gene expres-
sionmap ofArabidopsis thaliana development. Nat. Genet. 37, 501–506.
30. Wang, Y., Zhang, W.-Z., Song, L.-F., Zou, J.-J., Su, Z., and Wu, W.-H.
(2008). Transcriptome analyses show changes in gene expression to
accompany pollen germination and tube growth in Arabidopsis. Plant
Physiol. 148, 1201–1211.
31. Depuydt, S., Rodriguez-Villalon, A., Santuari, L., Wyser-Rmili, C., Ragni,
L., and Hardtke, C.S. (2013). Suppression of Arabidopsis protophloem
differentiation and root meristem growth by CLE45 requires the recep-
tor-like kinase BAM3. Proc. Natl. Acad. Sci. USA 110, 7074–7079.
32. Kinoshita, A., Betsuyaku, S., Osakabe, Y., Mizuno, S., Nagawa, S., Stahl,
Y., Simon, R., Yamaguchi-Shinozaki, K., Fukuda, H., and Sawa, S.
(2010). RPK2 is an essential receptor-like kinase that transmits the
CLV3 signal in Arabidopsis. Development 137, 3911–3920.33. Die´vart, A., Dalal, M., Tax, F.E., Lacey, A.D., Huttly, A., Li, J., and Clark,
S.E. (2003). CLAVATA1 dominant-negative alleles reveal functional
overlap between multiple receptor kinases that regulate meristem and
organ development. Plant Cell 15, 1198–1211.
34. Shpak, E.D., Lakeman, M.B., and Torii, K.U. (2003). Dominant-negative
receptor uncovers redundancy in the Arabidopsis ERECTA Leucine-
rich repeat receptor-like kinase signaling pathway that regulates organ
shape. Plant Cell 15, 1095–1110.
35. Matsuzaki, Y., Ogawa-Ohnishi, M., Mori, A., and Matsubayashi, Y.
(2010). Secreted peptide signals required for maintenance of root
stem cell niche in Arabidopsis. Science 329, 1065–1067.
36. Khatun, S., and Flowers, T.J. (1995). The estimation of pollen viability in
rice. J. Exp. Bot. 46, 151–154.
37. Karapanos, I.C., Akoumianakis, K.A., Olympios, C.M., and Passam, H.C.
(2009). The effect of substrate, ADP and uncoupler on the respiration of
tomato pollen during incubation in vitro atmoderately high temperature.
Sex. Plant Reprod. 22, 133–140.
38. Tan, X.-Y., Liu, X.-L., Wang, W., Jia, D.-J., Chen, L.Q., Zhang, X.-Q., and
Ye, D. (2010). Mutations in the Arabidopsis nuclear-encoded mitochon-
drial phage-type RNA polymerase gene RPOTm led to defects in pollen
tube growth, female gametogenesis and embryogenesis. Plant Cell
Physiol. 51, 635–649.
39. Higashiyama, T. (2010). Peptide signaling in pollen-pistil interactions.
Plant Cell Physiol. 51, 177–189.
40. Zinn, K.E., Tunc-Ozdemir, M., and Harper, J.F. (2010). Temperature
stress and plant sexual reproduction: uncovering the weakest links.
J. Exp. Bot. 61, 1959–1968.
